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Things get more complicated...

Each individual has:

m Access to different resources
Computational / Monetary / Personnel

m Finite time available
m A different social network
m Professional obligations

Each group
= Organizational boundaries
m Toolkit (suites and scripts)
= Method of providing tools (OS, Internet, Interfaces)
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Access to communities
Access to resources
Retain sub-organization
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A community-based approach to
bioinformatics analysis

m Use the principles of peer-to-peer technology

Allow biologists to easily discover and run
bioinformatics tools

Create a dynamic, reliable network for analysis
Reduce overlapping integration efforts
Improve communication within/outside organizations

Address problems relevant to bioinformatics
= Attribution
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Chinooh: P2P Senviced
m Data management

m Resource distribution
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Configure service

%% Data entry

&5 Parameter entry

Mame | ‘walue

translate

[ Enter data

Name: 4 End: 2000

Start: 1000 Species: Ratmus_norvegicus
Database rattus_norvegicus_core_22_Sh
Chromoseme: 1

Strand: 1 DatabaseTvpe: ENSEMEL

EMPTY
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Download

| OK || cancel |

OB COMPLETED STATUS: success a| (Using ftmp/chinook.tmp. -17581118132 fmpfchinook.tmp.-214156771
Uzing fimp/chinook.tmp.-17581118132 fAmpjchinook.tmp. -2 14156771
Using ftmp/chinook.tmp. -1758111812 fimpjchinook.tmp.-2 14156771

Uzing fimp/chinook.tmp.-1758111812 fmp/chinook.tmp. -2 14156771




Algorithms
Integrated
INnto
Chinook

Clustalw Genscan

Conreal Sim4

DIALIGN MSCAN
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Mauve Recursive Gibbs Motif
Sampler

ORCA MEME

Shuffle-LAGAN
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Primer3 Teiresias
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Projects involving Chinook

m OrthoSEQ plans to provides
analysis through the
Chinook/Bioperl Perl API.

m Sockeye uses Chinook to
deliver state-of-the-art )
alignment, PCR prediction,
and regulatory analysis

m Pegasys plans to provide g
pipeline management to g
subset of services advertised @

B

€] [window & data v | [10% [ ][] [>¢] 442240

by Chinook.

m Bio-Linux planning to
Integrate a subset of their
algorithms.
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Use cases of Chinook

m Grid/Cluster computing.

m [nternally connect teams / individuals.
m Collaborate with remote individuals.
m Provide an API layer to your algorithms.

m [nsert bioinformatics analysis into
applications.

m Show off your tools.



Future Plans
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